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1 Introduction 
 

It may be necessary to amalgamate two or more samples for laboratory testing.  The amalgamated samples must be 

reported in the AGS Data File such that tests on these samples can be correctly assigned to the source samples and the 

locations from whence that originated. 

2 Background 
 

It may be necessary to amalgamate two or more samples for laboratory testing.  Reasons for amalgamating samples 

include:- 

 Creating sufficient materials for particular laboratory tests. 

 Replication of material mixes likely from site grading exercises. 
 

Amalgamated samples may comprise various combinations of samples:- 

 Two or more samples from the same exploratory position (e.g. borehole or trial pit) 
o Amalgamation is often performed in this way when sample quantities are not sufficient to perform a particular 

test and similar material is available from the same exploratory position. 
 

 Two or more samples from different exploratory positions 
o Example Sample A at 1m from BH1, Sample B at 1m from BH2, Sample C, at 1.2m from BH3. 
o This scenario may arise where the engineer wants to perform multiple laboratory tests on a quantity of 

material from the same stratum that stretches across the site. 
 
The above configurations mean test results cannot correctly be attributed against any one sample.  The following 
guidance document outlines the methodology for reporting such occurrences. 
 
The below guidance in this document refers to the SAMP group whose extract from the main AGS4 format document is 

included below for completeness and reference. 



Page 4 of 8 

Revision: 0 

Issue Date: 01/03/2011 

 

Continued overleaf 



Page 5 of 8 

Revision: 0 

Issue Date: 01/03/2011 

 



Page 6 of 8 

Revision: 0 

Issue Date: 01/03/2011 

 

3 Guidance 

3.1 Method using descriptive sample identifiers 
 

All the original samples (before amalgamation) must be detailed in the SAMP group with their original location identifier, 

depth, sample reference, type and ID. 

An amalgamated sample is a new sample with a sample type of AMAL. An additional record is included in the SAMP 

group for each amalgamated sample and details the origin of the sample as follows: 

 The SAMP_TYPE for the amalgamated sample is set to AMAL. Note: It would not be applicable to report these 

samples on exploratory hole logs. 

 A list of the samples that have been amalgamated to create the combined sample is included in SAMP_CAPT.  

The format of the SAMP_CAPT list should be as follows: 

LOCA_ID, SAMP_TOP units of SAMP_TOP, SAMP_REF, SAMP_TYPE, SAMP_ID+ 

LOCA_ID, SAMP_TOP units of SAMP_TOP, SAMP_REF, SAMP_TYPE, SAMP_ID etc. 

Note the symbol used between the sample definitions in the caption should be defined in TRAN_RCON. Typically 

a plus (+) symbol is used, however, it should still be defined. 

Example – Single location amalgamated sample (sample comprising multiple samples from the same location. 

 

Example – Multi location amalgamated sample (sample comprising samples from different location. 

"GROUP","SAMP"  

"HEADING","LOCA_ID","SAMP_TOP","SAMP_REF","SAMP_TYPE","SAMP_ID","SAMP_CAPT"  

"UNIT","","m","","","","” 

"TYPE","ID","2DP","X","PA","ID","X"  

"DATA",”TP1”,”2.50”,”1”,”B”,””,”” 

"DATA",”TP1”,”3.50”,”3”,”B”,””,”” 

"DATA",”TP1”,”4.50”,”5”,”B”,””,”” 

"DATA",”TP1”,””,””,”AMAL”,””,"TP1,2.50m,1,B,+TP1,3.50m,3,B,+TP1,4.50m,5,B," 
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Note that a new Location ID is created where sample from multiple locations are amalgamated.  It would be 

inappropriate to use an existing Location ID as this would imply the amalgamation relates to a single existing 

location. 

3.2 Method using non-descriptive sample identifiers 
 

This method should be utilised when the SAMP_ID method is being used to reference samples, as set out in Note iv to 

the AGS Rules.   

 

Where no LOCA_ID is being used (as in the example below), note that a null parent entry will be required in the LOCA 

group to comply with Rule 10c. 

"GROUP","SAMP"  

"HEADING","LOCA_ID","SAMP_TOP","SAMP_REF","SAMP_TYPE","SAMP_ID","SAMP_CAPT"  

"UNIT","","m","","","","” 

"TYPE","ID","2DP","X","PA","ID","X"  

"DATA",”TP1”,”2.50”,”1”,”B”,””,”” 

"DATA",”TP2”,”3.50”,”3”,”B”,””,”” 

"DATA",”TP2”,”4.50”,”5”,”B”,””,”” 

"DATA",”AMAL1”,””,””,”AMAL”,””,"TP1,2.50m,1,B,+TP2,3.50m,3,B,+TP2,4.50m,5,B," 
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The method is different to that for samples using descriptive identifiers.  A new sample is created in the SAMP group with 

a new SAMP_ID and the sample type is set to AMAL.  In the SAMP_CAPT field list all the samples that have been 

amalgamated to create this one combined sample, referenced by the SAMP_ID values only.  

For example: 

 

3.3 Method where both descriptive sample identifiers and SAMP_ID are used 
 

Where systems are in place that utilise both the descriptive sample identifiers and the non-descriptive SAMP_ID, the two 

methodologies outlined above can be utilised in combination, but it is recommended that the SAMP_CAPT field is 

populated using the SAMP_ID values. 

 

"GROUP","SAMP"  

"HEADING","LOCA_ID","SAMP_TOP","SAMP_REF","SAMP_TYPE","SAMP_ID","SAMP_CAPT"  

"UNIT","","m","","","","” 

"TYPE","ID","2DP","X","PA","ID","X"  

"DATA",”TP1”,”2.50”,”1”,”B”,”23-743628”,”” 

"DATA",”TP2”,”3.50”,”3”,”B”,”23-743634”,”” 

"DATA",”TP2”,”4.50”,”5”,”B”,”23-743715”,”” 

"DATA",”AMAL1”,””,””,”AMAL”,”23-743879”,"23-743628+23-743634+23-743715" 

"GROUP","SAMP"  

"HEADING","LOCA_ID","SAMP_TOP","SAMP_REF","SAMP_TYPE","SAMP_ID","SAMP_CAPT"  

"UNIT","","m","","","","” 

"TYPE","ID","2DP","X","PA","ID","X"  

"DATA",””,””,””,””,”23-743628”,”” 

"DATA",””,””,””,””,”23-743634”,”” 

"DATA",””,””,””,””,”23-743715”,”” 

"DATA",””,””,””,”AMAL”,”23-743879”," 23-743628+23-743634+23-743715” 

Where only SAMP_ID is being used, this final line would be: 

"DATA",””,””,””,””,”23-743879”," 23-743628+23-743634+23-743715” 

 


